d his 



(FILE 1 HOME 1 ENTERED AT 12:06:14 ON 03 JUL 2006) 

FILE 'MEDLINE, AGRICOLA, BIOSIS, CAPLUS, EMBASE, SCISEARCH' ENTERED AT 
12:06:24 ON 03 JUL 2006 



E HOLM J/AU 
LI 1609 E3 

E HOLM JENS/AU 
L2 14 E3 

E IPSEN H/AU 
L3 295 E3 OR E5 OR E8 

E LARS EN J/AU 
L4 1162 E3 

E LARSEN J N/AU 
L5 169 E3 

E LARSEN JORGEN/AU 
L6 33 E8 OR E12 

E LARSEN JORGEN NEDERGAARD 

E LARSEN JORGEN NEDERGAARD/AU 
L7 11 E3 

E LARSEN JORGEN/AU 
L8 8 E3 

E SPANGFORT M/AU 
L9 289 E3 OR E4 OR E5 OR E6 OR E7 

L10 3337 LI OR L2 OR L3 OR L4 OR L5 OR L6 OR L7 OR L8 OR L9 

Lll 137845 ALLERGEN OR ALLERGENS 

L12 6852731 (MUTANT OR MUTATED OR HYBRID OR VARIANT OR MOD FY OR MODIFIED OR 

L13 2780 L11{S)L12 

L14 48 L13 AND L10 

LI 5 20 DUP REM LI 4 (28 DUPLICATES REMOVED) 

L16 165175 IGE OR ( IMMUNOGLOBULIN (W) E) 

L17 6588415 BIND OR BINDING OR BOUND OR CAPACITY OR RECOGNITION OR EPITOPE 

L18 0 L16(S)_L17 

L19 22837 L16(S) L17 

L20 5283 L19 (S) (REDUCE OR REDUCTION OR DIMINISH OR DIMUNITION OR DECRE 

L21 375 L20(S) L12 

L22 262 L21(P)L11 

L23 140 L21(S)L11 

L24 55 DUP REM L23 (85 DUPLICATES REMOVED) 



=> 



EAST Search History 



Ref 
# 


Hits 


Search Query 


OBs 


Default 
Operator 


Plurals 


Time Stamp 


LI 


12815 


allergen or allergens 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:26 


L2 


1054 


allergenicity 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:26 


L3 


3946955 


mutant or mutated or modified or 
modification or variant or 
derivative or dervitization or 
altered 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:32 


L4 


22146 


IgE or (immunoglobulin adj E) 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:28 


L5 


5016253 


bind or binding or bound or 
recognition or capacity or 
recognize or capable or capability 
or reactive or reactivity 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:31 


L6 


3955729 


mutant or mutated or modified or 
modification or variant or 
derivative or dervitization or 
altered or mutation 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:32 


L7 


189442 


angstrom or angstroms or 
nanometere or nanometers 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:33 


L8 


6940209 


inhibit or inhibition or reduce or 
reduction or diminish or 
dimunition or decrease or 
decreased or inhibited or reduced 
or diminished 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:34 


L9 


1077 


16 with 11 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:35 


L10 


538 


18 with 12 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:35 


Lll 


4316 


14 with 15 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:35 



7/3/06 12:37:59 PM 
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EAST Search History 



L12 


792 


18 with 111 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:35 


L13 


82 


19 same 110 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:36 


L14 


211 


19 same 111 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:36 


L15 


81 


19 same 112 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:36 


L16 


13 


17 and (113 or 114 or 115) 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/07/03 12:37 



7/3/06 12:37:59 PM 
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SCORE Search Results Details for Application 
10001245 and Search Result us-10-001-245c- 

36.rai. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10001245 and Search Result us-10- 

001-245c-36.rai. 

start 



Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



June 26, 2006, 10:07:39 ; Search time 26 Seconds 

(without alignments) 
434.287 Million cell updates/sec 

US-10-001-245C-36 
692 

1 DQVDVKDCANHEIKEVLVPG VLGDNGVLACAIATHAKIRD 129 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



650591 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5: /EMC_CelerraJ3IDS3/ptodata/2/iaa/PCTUS_COMB.pep:* 

6: /EMC_CelerraJSIDS3/ptodata/2/iaa/RE_COMB.pep: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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1 


638 


-7 Z. 


. 2 


145 


2 


US- 09- 94 9-889-3 


O C \J UCuUC 


^ Ann! H 

J f r\^J^J x X 


2 


635 


91 


. 8 


145 


2 


US- 08- 4 60-04 0-6 


Spmjpnpp 

»J w \4 UC-JH_C 


6 Atrn 1 i 

\J f £s M ^- J_ 


3 


635 


91 


. 8 


146 


1 


US-07-94 S-9R R-4 

\J «J VJ/ ^*1»J Z. O O *3 


Q o m lpnpp 
OCUUCl iVr c 


j z .rv^j^j x x 




635 


91 


R 

• o 


146 


1 


US- 0ft -4 69-8*31 -4 


iJC^UCUUC 


4 Anril i 

* ^ /T.^J^-> X X 


j 


6^5 


91 
^ x 


ft 


1 4fi 


i 

X 


11^-08-461 -ftDQ-4 

VJ O 1D1 O VJ Z> *1 


Qprtiionrp 


4 Annl i 

T / /^X7£J X X 




635 


91 


. 8 


146 


1 


US- 08 -4 61 -4 41 -4 

VJ»J VJO T U X *i*lX " 


Q o rf 1 1 anrp 

OCUUCllVyC 


4 Annl i 

i ^ X X 


7 


635 


91 


. 8 


146 


1 


US-08-4 8 9-1 4 9-4 

\J *J VJO IOl X T Z. " 




4 Anr>1 i 


g 


635 


91 


. 8 


146 


1 


US-08-478-S79-4 


S <=* rf 1 1 n r* p 


4 ADT5 1 1 


9 


635 


91 


. 8 


146 


2 


US-08-4 8 4-9 9 6-4 

VJ»J VJO *SO* , J Z. -? U M 


S^rn ipnrp 


4 Anr>1 i 

1, rtLJ|JXX 


10 


635 


91 


. 8 


146 


5 


PrT-US9'?-08S1 8-4 


S^rfii^nr'p 

O CV^UCllUC 


4 AttpjI "i 


11 


627 


90 


. 6 


129 


1 


US- 08-4 69-831 -12 


«-> w M ucnv — ^ 


12 AtjdI 


12 


627 


90 


. 6 


129 


1 


US- 08 -4 61-809-12 

VJkJ WU " v X <J \J J X£. 


S^rfiipriPP* 


12 Annl 


13 

X J 


627 

VJZ. / 


90 

-J VJ 


. 6 


129 

X Z. 


1 

X 


US- 08-4 61 -441 -1 9 

VJO VJO 1U1 *3 *1 X X z. 




19 Annl 

x z- / nppi 


1 4 


697 

OZ. 1 


90 
j u 




1 99 
x z. y 




ppT-TI^ 9^-08 SI ft-1 9 
irv^ i uo jo uo jio xz. 


OcV|UCllUC 


1 9 Annl 

XZ. / yrVLJiJX 


1 5 


69 9 

O Z. Z. 


ft Q 


q 


1 9 Q 


1 

X 


TTq_n7-94 R-9R8-1 9 

VJO \J 1 tOO XZ. 




1 9 Lnril 
XZ- / yrVlJ|JX 


1 6 


62 1 


89 


, 7 


129 


2 


US- 09- 9 4 9-88 9-4 




4 Annl "i 

i / i^LJLJXX 


17 


603 


fi7 

o / 


i 

• j. 




1 

X 


US-08-489-1 49-1 S7 

VJO VJO "Oc X J Z. X J / 




157 Ann 

X «J / / ^V|J^J 


1 R 

X O 


60 1 

O U o 


R7 

O / 


i 

. X 


19 9 

X Z. -7 


1 

X 


TIS-08-478-S7 9-1 S7 

UO VJO *J/0 J / Z. X J f 




1 57 Ann 

X «J / / -MXJ^J 


1 9 


60 i 


R7 


1 

• J. 


1 9 9 


z. 


TTS-08-484-996-1 S7 

VJO VJO IOt Z. -? O X «J / 




1 57 Ann 


9 n 
z. v 


59 6 

J J u 


ft fi 

O O 


1 

• X 


19 9 


1 

X 


TIS-f)R-4 8 9-1 4 9-1 5 9 

VJO VJO IOl X t Z. X «J -7 


Q pi 1 1 zzi t-j ei 


159 Ann 


21 


59 6 


86 


1 1 


129 


1 


US-08-478-S79-1 S9 

VJO VJO M / U <J / Z« X -J -7 




159 Ann 

X «J J / rt.^J^J 


22 


59 6 


86 


m 1 


129 


2 


US-08-484-996-1 S9 

VJO VJO i O " Z. J VJ X «J 


Q p rti ipnrp 


159 Ann 

1 J7 ^ rA.|J LJ 


z. J 


5 9 9 

J -7 Z, 


R 5 

O J 


. j 


1 9 9 


z. 


US -08-9^0-964-4 
uo vjo -/ o vj z,vj*i *i 




4 Ar^'Til i 
" / rtppi X 


9 4 
z. i 


590 5 


R 5 

O J 


• j 


1 "30 

X VJ 


1 

X 


US-08-489-1 4 9-1 58 

UO UO "Ul 11l 1 jo 


^pm lpnr p 


158 Ann 


9 5 

Z. J 


590 5 

J -7 U . J 


fl 5 


• o 


X «J VJ 


1 

X 


US-08-478- S79-1 58 

UO UO *4/0 U / Z. XJO 


q cs rti i pnrp 

JCUUC11LC 


158 Ann 

x J o / t~ 


9 6 

z, u 


590 5 

J _7 U . J 


R5 

O J 


• j 


X O VJ 


9 
z. 


US-08-484-996-1 58 

UO UO *1 O 1 Z. -7 U X <J O 




158 Ann 

X J O f JTL^i^J 


z. i 


590 

J _7 U 


ft 5 

O -J 


. o 


1 ? Q 
X z. 


0 

z. 


11^-08-9^0-9 64-6 

UO UO .7 J U lOI u 


^prti ipnrp 

OCVJLtCilV^C 


o / rixviJX x 


9 ft 
Z. 0 


590 


ft 5 
o j 


•3 
. j 




z. 


TTe_ nft- 9 ^0 — 9 64 - 1 6 






9 9 
z. 




ft 5 


9 
. O 


± c. Zj 


0 
z. 


US-0ft-9' : i0-9 64-90 

UO UO -70U Z.VJI z. u 


OCVJLICIIV^C 


9 0 ZVnnl 
Z. U / ^P P 


?o 

•o u 


590 


ft 5 


9 
. J 


14 9 


1 

X 


TIS-0ft-9ftft-ftftft-4 

UO UO lOO OOO *i 


c? pri ipnr p 


4 Ar^ni 1 H 


^ 1 

o X 


590 

J .7 U 


ft 5 


-3 
. J 


1 49 
lit 


1 

X 


US-Oft-91 0-07 5-4 

UO UO -7XU U/U 1 




4 Ar^nil l 
*i / **P P 


19 

J Z. 


5 9 n 

J -7 U 


ft 5 

O J 


• o 


1 49 


1 

X 


US-0ft-905-ft0la-4 

UO UO J OUlrt *i 


O Cl^UCl iV_ c 


4 7\ r^"r» 1 "i 


j o 


58 9 


ft 5 

O J 


1 

• X 


19 9 

X z. _7 


z. 


US-OR-9^0-9 64-1 8 

UO UO Jju Z.O*i XO 


cj i ipncp 


1 8 Ann! 

X O / npjJl 


?4 


5R R 

j o o 


ft 5 


0 

• *J 


19 9 

X Z. -7 


9 
z. 


tIS-08-9?0-9 64-9 

UO UO JJU lOI Z, 


c rt i ipnrp 

OCLJUCULC 


9 Annl t 

Z. / JJ X X 


^ 5 
O J 


5R ft 

JOO 


ft 5 

O -J 


n 

• VJ 


1 49 

X *i Z. 


1 

X 


U c ;-0ft-9ftft-ftftft-9 
UO UO lOO OOO z. 


C ci rr i ipnrp 

OCVJ U.C11V-.C 


Z, / rT.|J L7X X 


"3 6 
j D 


5 ft ft 

ODD 


ft 5 
o j 


n 


14 9 


1 

X 


TTQ— Oft-91 0 — 07 5 — 9 


Q a m ipnrp 


9 7\nn 1 i 
Z- f /ippil 


^7 
j / 


5R ft 

JOO 


ft 5 

O «J 


n 

• VJ 


14 9 

X H Z. 


1 

X 


US-0ft-90 5-ft01 n-9 

UO UO 3w J OUln Z. 


C rr 1 1 p n r p 


Z. / /\LVL7XX 


o o 


5ff 7 

JO / 


ft 4 


ft 
* o 


19 9 
x z. 


9 
z. 


US -08-9^0-964-94 

UO UO ^OU Z.VjI Z. *1 


^prtnpnrp 


9 4 Ann 1 

Z. T / «r\X7 X 


39 


58 6 


84 


. 7 


129 


2 


Us-08-930-264-8 


Seauence 

W \m4 KA W liV 


8. Annli 


40 


585 


84 


.5 


129 


1 


US-07-945-288-8 


Sequence 


8, Appli 


41 


585 


84 


.5 


129 


1 


US-08-462-831-8 


Sequence 


8, Appli 


42 


585 


84 


.5 


129 


1 


US-08-461-809-8 


Sequence 


8, Appli 


43 


585 


84 


.5 


129 


1 


US-08-461-441-8 


Sequence 


8, Appli 


44 


585 


84 


.5 


129 


1 


US-08-482-142-8 


Sequence 


8, Appli 


45 


585 


84 


.5 


129 


1 


US-08-478-572-8 


Sequence 


8, Appli 



ALIGNMENTS 



RESULT 1 
US-09-949-889-3 

; Sequence 3, Application US/09949889 
; Patent No. 6800290 
; GENERAL INFORMATION: 

; APPLICANT: CONSIGLIO NAZIONALE DELLE RICERCHE 

; TITLE OF INVENTION: VARIANTS OF ALLERGENIC PROTEINS OF THE GROUP 2 OF 
; TITLE OF INVENTION: DERMATOPHAGOIDES 

FILE REFERENCE: Cons Naz Ric 
; CURRENT APPLICATION NUMBER: US/09/949,889 
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| SCORE Search Results Details for Application 
| 10001245 and Search Result us-10-001-245c- 
I 36-rapbm. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10001245 and Search Result us-10- 

001-245c-36.rapbm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



June 26, 2006, 10:18:54 / Search time 184 Seconds 

(without alignments) 
324.754 Million cell updates/sec 

US-10-001-245C-36 
692 

1 DQVDVKDCANHEIKEVLVPG VLGDNGVLAC AI AT HAKI RD 129 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 



2097797 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database 



Published_Applications_AA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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1 


692 


100 


. 0 


129 


4 


US- 10-001-245-36 


tj ^- V* w 1 *V-> w 


36, AddI 

V V / JT. kJ X 


2 


684 


98 


. 8 


129 


4 


US-10-001-245-40 




4 0 Ann 1 


3 


684 


98 


. 8 


129 


4 


US- 10-001 -2 4 5 -4 6 


O w VJ Uwllv v^ 


4 6 Ann 1 

T V f Ak/ V/ .X. 


4 


683 


98 


. 7 


129 


4 


US-10-001-245-42 


W VJ VJ> X 1 Var 


42 AddI 

T b / J*.V/ V/ 


5 


683 


98 


. 7 


129 


4 


no- 10-001-2 4 5 -4 4 


Secfuence 

v— - vj uviivv^ 


4 4 . Add 1 


6 


682 


98 


. 6 


129 


4 


US- 10-001-245-38 


Seauence 

*m? >— VJ UV-tlV-V. 


38, AddI 


7 


665 


96 


. i 


129 


4 


Us- 10-001-2 4 5-4 8 


Sequence 


48, Appl 


8 


657 


94 


.9 


129 


4 


US- 10-001 -2 4 5 -52 


Sequence 


52, Appl 


9 


657 


94 


. 9 


129 


4 


US- 10-001-2 4 5 -5 4 


Secruence 


54 , AddI 


10 


657 


94 


. 9 


129 


4 


US- 10-001-2 4 5-58 


Seauence 


58, Appl 


11 


656 


94 


. 8 


129 


4 


US-10-001-245-56 




5 6 Ann 1 


12 


655 


94 


. 7 


129 


4 


US- 10-001-2 4 5-50 


Seauence 


50, AddI 


13 


648 


93 


. 6 


129 


4 


US- 10-001-245-94 


Secruence 


94, AddI 


14 


64 6 


93 


. 4 


129 


4 


US- 10-001 -2 4 5 -171 


Seauence 


171, Add 


15 


643 


92 


. 9 


129 


4 


US- 10-001-2 4 5- 169 


Secruence 


169. Add 


16 


641 


92 


. 6 


129 


4 


US- 10-001-2 4 5-1 68 


Secruence 


1 68 . Add 

XVV, ilk' kj 


17 


638 


92 


. 2 


X C J 


4 


V *J X \J V V X *! v X / V 


OCvjuCllvC 


170 Ann 


18 


638 


92 


.2 


145 


3 


US-09-949-889-3 


Secruence 


3. Annli 


19 


635 


91 


. 8 


129 


4 


US- 10-001-2 4 5- 90 


Secruence 

kJ V— VJ Vi w 1 V_- 


90, Annl 


20 


635 


91 


. 8 


12 9 


4 


US-10-698-8S5-8 


Q £i rf i ipnpp 

OCU UCIILC 


fi Annl i 


21 


635 


91 


. 8 


136 


5 


US-10-799-514-17 


Secru ence 

t~J V3 VJ UCllVvC 


1 7 Ann 1 


22 


635 


91 


. 8 


14 6 


3 


US-09-877-160-3 

W «_> \J m/ \J 1 1 XVV V 


^em i ence 

i-> V_- VJ ucnuc 


"3 Ann! i 


23 


635 


91 


. 8 


146 


3 


US-09-847-208-80 


Sequence 


80. AddI 

\J f x*.k-/ k^/ ^X. 


24 


635 


91 


. 8 


146 


4 


US- 10-001-2 4 5-138 

V fc— ' XV vvx ^ — V X *J V 


Secruence 

*J V^ VJ UV>11V« w 


138 Ann 


25 


635 


91 


. 8 


146 


5 


US- 10-8 09- 68 9-20 


Secruence 


20 AddI 


26 


635 


91 


. 8 


146 


5 


US-10-498-026-14 

VJ w ,X* w 1 V v t» V X, J 


Secruence 

V- %J wi w X X V 


14. AddI 


27 


631 


91 


. 2 


129 


4 


US-10-001-24 5-167 


Secruence 

•»/ vj uvuv>v 


167 Add 


28 


62 9 


90 

v 


t 9 


128 

X C- O 


4 


US-10-001-245-172 

V O XV VVX C.1 -J X 1 L. 


^ ^ rf n p> n c p» 


17? Ann 


2 9 


62 9 


90 


# 9 


129 


3 


US-09-9S7-8 0 6A-8 

UJ V -/ J sJ 1 UV Urt V 


O C U UCilvC 


ft Annl i 


30 


621 


8 9 


. 7 


129 


3 


US-09-949-889-4 


Sentience 


4 Ann! i 


31 


596 


86 


. i 


146 


4 


US- 10-001-245-173 


Secruence 


173. Add 


32 


594 


85 


. 8 


138 


4 


U5_ 10-001-245-174 


Secruence 


174 , Add 


33 


592 


85 


. 5 


129 


4 


US- 10-001-245-175 


Seauence 

W VJ Vt V— • X X W v^ 


175, App 


34 


592 


85 


.5 


146 


3 


US- 09-8 4 7 -208 -7 4 

VJ kpJ V* V* * * V VJ » * 


Seauence 

fc^ W VI UVl X V* v>» 


74, Appl 


35 


592 


85 


. 5 


146 


5 


US-10-809-68 9-28 

Vj m .x. v y v ^ vj v ^ ^ v 


Secruence 

VI Uwl X V v> 


28, AddI 


36 


592 


85 


. 5 


146 


5 


Us- 10-4 98-026-22 


Seauence 


22. AddI 


37 


590 


85 


. 3 


129 


4 


US-10-001 -2 45-176 

VW XV VVX ~ O XfV 


Seauence 


17 6 Add 

xrv, nyk/ 


38 


588 


85 


. 0 


129 


3 


US-09-957-8 06A-7 

V *_> V -/ -/ V / V V V/A f 




7 Annl i 


39 


57 6 


83 


. 2 


135 


4 


US-10-001-245-178 

Ukj xv vvx t. t o xrv 


55 e au en c e 


178 Ann 

xrv, ^ix/ky 


40 


575 


83 


. 1 


145 


4 


Us-10-001-245-177 


Sequence 


177, App 


41 


365 


52 


.7 


73 


5 


US-10-799-514-16 


Sequence 


16, Appl 


42 


365 


52 


.7 


159 


5 


US-10-799-514-23 


Sequence 


23, Appl 


43 


352.5 


50 


.9 


153 


5 


US-10-799-514-22 


Sequence 


22, Appl 


44 


348 


50 


.3 


72 


5 


US-10-799-514-15 


Sequence 


15, Appl 


45 


272.5 


39 


.4 


126 


3 


US-09-860-793-1 


Sequence 


1, Appli 



ALIGNMENTS 



RESULT 1 

US-10-001-245-36 

; Sequence 36, Application US/10001245 

/ Publication No. US20030175312A1 

/ GENERAL INFORMATION: 

/ APPLICANT: HOLM, Jens 

; APPLICANT: IPSEN, Henrik 

; APPLICANT: LARSEN, Jorgen N. 

/ APPLICANT: SPANGFORT, Michael D . 

; TITLE OF INVENTION: No. US20030175312Alel mutant allergens 
; FILE REFERENCE: 4305/1H942-US2 
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SCORE Search Results Details for Application 
10001245 and Search Result us-10-001-245c- 
36,rapbn, 



Score Home Retrieve Application SCORE System 
Page List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001245 and Search Result us-10- 

001-245c-36.rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 



June 26, 2006, 10:19:19 ; Search time 23 Seconds 

(without alignments) 
128.134 Million cell updates/sec 

US-10-001-245C-36 



Perfect score: 692 



Sequence : 



1 DQVDVKDCANHEIKEVLVPG VLGDNGVLACAIATHAKIRD 129 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



99297 seqs, 22845552 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



99297 



Database 



Published__Applications_AA_New: * 

S IDS 3 /pt oda t a / 2 /pubpa a /US 0 9_NEW_PUB . p ep : * 
SIDS3/ptodata/2/pubpaa/US06_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US07_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US08_NEW_PUB.pep:* 
S IDS 3 /ptoda ta / 2 /pubpa a / PC T_NEW__PUB . pep : * 
SIDS3/ptodata/2/pubpaa/US10_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/USll_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US60_NEW_PUB.pep:* 



/EMC_Celerra_ 
/EMC_Celerra~ 
/EMC_Celerra~ 
/EMC_Celerra~ 
/EMC_Celerra~ 
/EMC_Celerra~ 
/EMC_Celerra~ 
/EMC Celerra" 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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No. Score Match Length DB ID Description 
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Sequence 


1001 0 A 
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90 
c. vj 


64 5 

04 . O 


q 

y . 
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Sequence 


380, App 
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Sequence 


51852, A 


40 
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Sequence 


4066, Ap 


41 
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Sequence 


4065, Ap 


42 


61.5 


8. 


9 


1008 


6 


us- 


10- 


449- 


902 


-50438 


Sequence 


50438, A 


43 
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Sequence 


4064, Ap 


44 


61 


8. 


8 
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Sequence 


21898, A 


45 


61 


8. 
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6 
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Sequence 


50101, A 



ALIGNMENTS 



RESULT 1 
US-11-256-589-1 

; Sequence 1, Application US/11256589 

; Publication No. US20060121063A1 

; GENERAL INFORMATION: 

/ APPLICANT: Roggen, Erwin Ludo 

/ APPLICANT: Friis, Esben Peter 

; APPLICANT: Soni, Nanna Kristensen 

; APPLICANT: Draborg, Henriette 
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SCORE Search Results Details for Application 
10001245 and Search Result us-10-001-245c- 
36-rapm. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001245 and Search Result us-10- 

001-245c-36.rapm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 



June 26, 2006, 10:08:04 ; Search time 607 Seconds 

(without alignments) 
324.510 Million cell updates/sec 

US-10-001-245C-36 



Perfect score: 692 



Sequence : 



1 DQVDVKDCANHE I KE VLVPG VLGDNGVLACAIATHAKIRD 12 9 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



8366291 seqs, 1526956180 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



8366291 



Post-processing: 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database 



Pending_Patents_AA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/paa/PCTUS_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/paa/US066_COMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/paa/US073_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/paa/US074_COMB.pep:* 

5 : /EMCJ2elerra_SIDS3/ptodata/2/paa/US075_COMB.pep:* 

6: /EMC_CelerraJ3IDS3/ptodata/2/paa/US076_COMB.pep: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/paa/US077_COMB.pep: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/paa/US078_COMB.pep:* 

9 : /EMC_Celerra_SIDS3/ptodata/2/paa/US079_COMB.pep: * 

10: /EMC_Celerra_SIDS3/ptodata/2/paa/US08 0_COMB.pep:* 

11 : /EMC_Celerra_SIDS3/ptodata/2/paa/US081_COMB.pep: * 

12: /EMC_CelerrajSIDS3/ptodata/2/paa/US082_COMB.pep:* 

13: /EMC_Celerra_SIDS3/ptodata/2/paa/US083_C0MB.pep:* 

14 : /EMC_Celerra_SIDS3/ptodata/2/paa/US084_COMB.pep:* 

15: /EMC_Celerra_SIDS3/ptodata/2/paa/US085_COMB.pep:* 

16: /EMC_Celerra_SIDS3/ptodata/2/paa/US08 6_COMB.pep:* 
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17: /EMC_CelerraJSIDS3/ptodata/2/paa/US087_COMB.pep:* 

18: /EMC_Celerra_SIDS3/ptodata/2/paa/US088_COMB.pep:* 

19: /EMC_Celerra_SIDS3/ptodata/2/paa/US089_COMB.pep:* 

20: /EMC_Celerra_SIDS3/ptodata/2/paa/US090_C0MB.pep:* 

21: /EMC__Celerra_SIDS3/ptodata/2/paa/US091_COMB.pep:* 

22: /EMC_Celerra_SIDS3/ptodata/2/paa/US092_COMB.pep:* 

23: /EMC_Celerra_SIDS3/ptodata/2/paa/US093_COMB.pep:* 

2 4 : /EMC__Celerra_SIDS3/ptodata/2/paa/US094_COMB.pep:* 

25: /EMC_Celerra_SIDS3/ptodata/2/paa/US095_COMB.pep:* 

26: /EMC_Celerra_SIDS3/ptodata/2/paa/US096_COMB.pep:* 

27 : /EMC_Celerra_SIDS3/ptodata/2/paa/US097_COMB.pep: * 

28 : /EMC_Celerra_SIDS3/ptodata/2/paa/US098_COMB.pep: * 

29 : /EMC_Celerra_SIDS3/ptodata/2/paa/US099_COMB.pep: * 

30: /EMC_Celerra_SIDS3/ptodata/2/paa/US100_COMB.pep:* 

31: /EMC_Celerra_SIDS3/ptodata/2/paa/US101j:OMB.pep:* 

32 : /EMC_Celerra_SIDS3/ptodata/2/paa/US102_COMB.pep: * 

33 : /EMC_Celerra_SIDS3/ptodata/2/paa/US103_COMB.pep: * 

34 : /EMCj:elerra_SIDS3/ptodata/2/paa/US104_COMB.pep:* 

35: /EMC_CelerraJ5IDS3/ptodata/2/paa/US105_COMB.pep:* 

36: /EMC_Celerra_SIDS3/ptodata/2/paa/US106_COMB.pep: * 

37 : /EMC_Celerra_SIDS3/ptodata/2/paa/US107_COMB.pep: * 

38 : /EMC_Celerra_SIDS3/ptodata/2/paa/US108_COMB.pep: * 

39 : /EMC_Celerra_SIDS3/ptodata/2/paa/US109_COMB.pep: * 

40: /EMC_Celerra_SIDS3/ptodata/2/paa/US110__COMB.pep:* 

41: /EMC_Celerra_SIDS3/ptodata/2/paa/USlll_COMB.pep: * 

42 : /EMC_Celerra_SIDS3/ptodata/2/paa/US112_COMB.pep: * 

43: /EMC_Celerra_SIDS3/ptodata/2/paa/US113_COMB.pep: * 

44 : /EMC_Celerra_SIDS3/ptodata/2/paa/US114_COMB.pep:* 

45 : /EMC_Celerra_SIDS3/ptodata/2/paa/US600_COMB.pep:* 

4 6 : /EMC_Celerra_SIDS3/ptodata/2/paa/US601_COMB .pep : * 

47 : /EMC_Celerra_SIDS3/ptodata/2/paa/US602_COMB.pep:* 

48: /EMC_Celerra_SIDS3/ptodata/2/paa/US603_COMB.pep:* 

49: /EMC_Celerra_SIDS3/ptodata/2/paa/US604_COMB.pep:* 

50 : /EMC_Celerra_SIDS3/ptodata/2/paa/US605_COMB.pep: * 

51: /EMC_Celerra_SIDS3/ptodata/2/paa/US606_COMB.pep:* 

52 : /EMC_Celerra_SIDS3/ptodata/2/paa/US607_COMB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



% 

Query 

Score Match Length DB ID 



Description 



1 

2 
3 
4 
5 
6 
7 
8 
9 
10 
11 
12 
13 
14 
15 



692 100.0 

692 100.0 

692 100.0 

684 98.8 

684 98.8 

684 98.8 

684 98.8 

684 98.8 

684 98.8 

683 98.7 

683 98.7 

683 98.7 

683 98.7 

683 98.7 

683 98.7 



129 30 US-10-001-245-36 

129 30 US-10-001-245B-36 

129 30 US-10-001-245C-36 

129 30 US-10-001-245-40 

129 30 US-10-001-245-46 

129 30 US-10-001-245B-40 

129 30 US-10-001-245B-46 

129 30 US-10-001-245C-40 

129 30 US-10-001-245C-46 

129 30 US-10-001-245-42 

129 30 US-10-001-245-44 

129 30 US-10-001-245B-42 

129 30 US-10-001-245B-44 

129 30 US-10-001-245C-42 

129 30 US-10-001-245C-44 



Sequence 36, Appl 

Sequence 36, Appl 

Sequence 36, Appl 

Sequence 40, Appl 

Sequence 46, Appl 

Sequence 40, Appl 

Sequence 46, Appl 

Sequence 40, Appl 

Sequence 4 6, Appl 

Sequence 42, Appl 

Sequence 44, Appl 

Sequence 42, Appl 

Sequence 44, Appl 

Sequence 42, Appl 

Sequence 44, Appl 
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SCORE Search Results Details for Application 
10001245 and Search Result us-10-001-245c- 
| 36-rapn. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10001245 and Search Result us-10-0( 

245c-36.rapn. 

start 

Go Back to previoi 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



June 26, 2006, 10:08:39 ; Search time 25 Seconds 

(without alignments) 
195.510 Million cell updates/sec 

US-10-001-245C-36 
692 

1 DQVDVKDCANHE I KE VLVPG VLGDNGVLACAIATHAKIRD 129 



BLOSUM62 
Gapop 10.0 



Gapext 0 . 5 



Searched : 



165654 seqs, 37889597 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



165654 



Database : 



Pending_Pa tents 

1: /EMC_Celerra^ 

2 : /EMC_Celerra 

3: /EMC_Celerra 

4 : /EMC_Celerra 

5: /EMC_Celerra 

6: /EMC_Celerra 

7 : /EMC_Celerra^ 

8: /EMC Celerra 



AA_New: * 

*SIDS3/ptodata/2/paa/PCT_NEW_COMB . pep : * 
*SIDS3/ptodata/2/paa/US06_NEW_COMB . pep : * 
SIDS3/ptodata/2/paa/US07_NEW_COMB . pep : * 
SIDS3/ptodata/2/paa/US08_NEW_COMB.pep:* 
SIDS3/ptodata/2/paa/US09_NEW_COMB.pep:* 
SIDS3/ptodata/2/paa/US10_NEW_COMB . pep : * 
SIDS3/ptodata/2/paa/USll_NEW_COMB.pep: * 
_SIDS3/ptodata/2/paa/US60_NEW_COMB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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SCO JTS 


Match 


Length DB 


x u 


Description 


1 
X 


119 


16 


.2 


151 


7 


TTQ — 1 1 — 411 — 7 Plft - 1 7Q c i 

UO XX 1J1 (UO 1 f?J 


Sequence 


1795, Ap 


Z 


119 


16 


.2 


151 


7 


TTQ — 1 1 — 411 _ "7 H Q _ 1 7QC 
UO 11 / UO 1 /JO 


Sequence 


1796, Ap 


3 


119 

X X 


16 


.2 


151 


7 


tto_i 1 - 4*31 _ 7 Oft - 1 7Qft 

U O XX 1 Jl / U O X / -3 O 


Sequence 


1798, Ap 


4 


119 


16 


.2 


199 


7 


UQ-1 1-411_7nft-17q7 

UO XX i Jl / UO 1 / _? / 


Sequence 


1797, Ap 


5 


76.5 


11 


.1 


504 


7 


TTQ-1 1-4^1 - ft c ; c ;-9qi79 

WO XX lOX OOO £. 3 Z> 1 C. 


Sequence 


29372, A 


c. 
\> 


7 9 
/ Z 


10 


.4 


371 


6 


TTQ — 1 fi — ^70-09^-4 
UO 1U O / 3 U^,j"4 


Sequence 


4, Appli 


n 
f 


1 9 
/ Z 


10 


.4 


1049 


7 


TTQ— 1 1 — 411 — ft c i c i-961 ft9 
UO11401OOO— ^OloZ 


Sequence 


26182, A 


Q 
O 


71 5 

/ X . -J 


10 


.3 


388 


5 


nq_nQ-674- c i4 6R-9 R6ft 

UO U .7 O / 4 O 4 OD Z O O O 


Sequence 


2568, Ap 


Q 


6R S 


9 


.9 


957 


7 


TIQ-1 1 - 411 -7nft-1R^1 

UO XX 1 O X /UO oooo 


Sequence 


3553, Ap 


i n 

1 u 


6R R 


9 


.9 


957 


7 


tto _ i i - 411 - 7nft-1 c l c >4 

UO XX 4 O X / UO 0004 


Sequence 


3554, Ap 


X X 


o o 


9 


.8 


374 


7 


UQ-1 1 - 411 _Q CL C 1 £0 7 ^ 
UO XX 4 O X OOO lOU/O 


Sequence 


16075, A 


1 9 
X z. 


6ft 

o o 


9 


.8 


2405 


7 


TTQ-1 1 - 411 -ftR c i-997 c ifi 

UO XX *i Jl OOO iZ, /OU 


Sequence 


22750, A 


1 1 
X o 


£7 ^ 

O / . 0 


9 


.8 


952 


1 


DrT-TlCH 1 — 41 1ftQ_7HQ 


Sequence 


709, App 


1 4 

X 4 


67 S 

O / ■ O 


9 


.8 


956 


6 


HQ— 1 fi-R7Q-ftn9 — 70 
UO XU O / Z7 — O UZ / U 


Sequence 


70, Appl 


15 


67 . 5 


9 


.8 


1233 


7 


ttc;_ 1 1-411 -70ft-ft76 

UO XX lOX /UO o/o 


Sequence 


876, App 


1 6 

X u 


67 S 


9 


.8 


1723 


7 


t tc _ 1 1-411 _70ft - 1 91 ft 

UO XX 4 Jl /UO 1Z.10 


Sequence 


1218, Ap 


17 


67 . 5 


9 


.8 


1723 


7 


Tjq-1 1-411 -7Dft_1 91 Q 

UO XX lOX /UO 1l1 J 


Sequence 


1219, Ap 


1 ft 
x o 


67 s 


9 


.8 


2346 


7 


TTd— 1 1 — 411 _7DR-1 0^ 7 
UOXX4oX /UO 1Z1 / 


Sequence 


1217, Ap 


19 


67 


9 


.7 


2494 


6 


nq-1 n-6f;Q-q9n_99 


Sequence 


22, Appl 


20 


U U * »J 


9 


.6 


896 


6 


TI^-1 fl-774-79lR-in 

UO XU / / *3 XU 


Sequence 


10, Appl 


21 


66 s 

O U . J 


9 


.6 


896 


7 


ttc-1 l-4iq_l9Q_l 

UO XX lO^ J o 


Sequence 


3, Appli 


9 9 
z z 


OO . J 


9 


.6 


923 


7 


TTC-1 1—4iq_ 19^-4 


Sequence 


4, Appli 


9 1 
z o 


66 ^ 

UU. J 


9 


.6 


1161 


6 


TTQ — 1 fi — 774— 791 R— 1 4 
UO XU / /4 /ZXD X*i 


Sequence 


14, Appl 


94 


66 S 
o o > J 


9 


.6 


1165 


7 


TTQ-1 1_4iq-19«;-9 

UO XX 1 J J J z, 


Sequence 


2, Appli 


9 R 
z j 


66 S 


9 


.6 


1165 


7 


TTQ— 1 1— 177-4ftfi- c i^ 
UO 11 O/ / 400 OO 


Sequence 


56, Appl 


9 6 
Z 0 


OO . o 


9 


.6 


1234 


6 


TTQ_ 1 n_77 /I — 7 9 1 n 10 
UO - 1U— / lH-~fZ±D— XZ 


Sequence 


12, Appl 


z / 


66 S 
OO . J 


9 


.6 


3487 


7 


TTQ— 1 1 — 411 — ftc:ci_11t;t;7 
Uoll4oloOOOOOO / 


Sequence 


33557, A 


9 ft 
Z O 


6 6 
O O 


9 


.5 


388 


7 


TTQ— 1 1 — 411 _7 Hft — 1 ^Ci7 
UO11401 /Uo lOO / 


Sequence 


1657, Ap 


9 Q 
z ^ 


66 
o o 


9 


.5 


403 


7 


TTQ— 1 1 — 411 -7DR-1 6R6 
UO - 11 — 4ol /UO IOOO 


Sequence 


1656, Ap 


Ifi 
o U 


6R ^ 

OO . O 


9 


.5 


386 


7 


TTQ— 1 1 — 411 -ft^^-QT^fl 
UO ll — 401000 ^ /OU 


Sequence 


9730, Ap 


1 1 

O X 


6S 5 


9 


.5 


388 


5 


TTQ_nq-674 — c i46R — 1 ft6R 

UO U -/ O / 4 O 4 OD 1 O O O 


Sequence 


1868, Ap 


1 9 
o z 


6^ ^ 
OO . O 


9 


.5 


388 


5 


TTQ — HQ— ^74 — ^4CR_1 fi7ft 
Uo Ui3 0/4 040D lo / U 


Sequence 


1870, Ap 


1 1 
o 0 


OO . o 


9 


.5 


388 


5 


Uo Ui7 0/4 040D zO / u 


Sequence 


2570, Ap 


1 4 

O 4 


6R S 


9 


.5 


388 


5 


TTQ-Oq-674 — *i46R — 9^79 
UO~U3 O / 4040DZ0 / Z 


Sequence 


2572, Ap 


1 ^ 

O J 


6^ ^ 
o o . o 


9 


.5 


389 


7 


ttq— i i — 411 _R^t;_in i c; 

U0114 01D0000110 


Sequence 


33115, A 


1 c 
«J O 


OO 


9 


.4 


2556 


6 


ttc in ion qqcd ii 


Sequence 


11, Appl 


1 7 
O / 


OO 


9 


.4 


2578 


7 


TTQ— 1 1 — 411 _ft^^_99Q1Q 

Uo ll — 40l — o jj- zzooy 


Sequence 


22839, A 


1ft 
o o 


61 ^ 


9 


.2 


219 


7 


TTQ— 1 1 - 411 — ftR c i-966Q7 
UO114O10OO ZOOi7 / 


Sequence 


26697, A 


1 q 


61 ^ 
OO • o 


9 


.2 


372 


6 


TTQ— 1 fi-^7Q — nm-4 
uo iu o / y \J\J / 4 


Sequence 


4, Appli 


40 


63 . 5 


9 


.2 


702 


1 


PCT-US06-00 94 4A-9 89 


Sequence 


282, App 


41 


63.5 


9 


.2 


702 


6 


US-10-545-515A-7 


Sequence 


7 , Appli 


42 


63.5 


9 


.2 


702 


7 


US-11-318-418-136 


Sequence 


136, App 


43 


63.5 


9 


.2 


702 


7 


US-11-318-418-136 


Sequence 


136, App 


44 


63.5 


9 


.2 


702 


7 


US-11-431-708-3544 


Sequence 


3544, Ap 


45 


63.5 


9 


.2 


702 


7 


US-11-431-708-3545 


Sequence 


3545, Ap 



ALIGNMENTS 



RESULT 1 

US-11-431-708-1795 

; Sequence 1795, Application US/11431708 

; GENERAL INFORMATION: 

; APPLICANT: RUBEN, Steven 

/ TITLE OF INVENTION: BREAST DISEASE TARGETS AND USES THEREOF 

; FILE REFERENCE: CL001599-ORD 

; CURRENT APPLICATION NUMBER: US/11/4 31,708 

; CURRENT FILING DATE: 2006-05-11 
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